ABSTRACT Here, we describe LilHazelnut, a novel mycobacteriophage that infects Mycobacterium smegmatis mc 2 155. LilHazelnut is a cluster Q phage that shares 99% nucleotide identity with phage Giles, is 53,746 bp in length, and has a GϩC content of 67.5%. LilHazelnut is a temperate Siphoviridae virus, as is typical of cluster Q family members.
of Giles, and is also found upstream of the integrase gene (positions 25134 to 25179). Similarly, gp47, which in Giles functions as a phage repressor, is conserved in LilHazelnut as gp49. A putative DNA binding domain in this repressor is conserved across all cluster Q members (8) .
Data availability. LilHazelnut is available at GenBank with accession no. MF919517. Sequencing reads are part of the Sequence Read Archive with SRA accession no. SRX5282798 under BioProject accession no. PRJNA488469.
